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evolved at least once Myrmicinae
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Taxon | Character

1 [BronCris fonger | absent |present | wide | visible | 1ong | pre sent [Raffowl narrow. reduced folnd ] zbsent [small
2 | DraQuin same | absent |present | wide |hidden | long | absent |narrow narrow | 7 7 small
3| GonoBorn longer | present |present | wide |visible | long |present |robust | robust |developed |developed point | absent |small
4| CynCons same | absent | absent | wide |hidden short | absent |narrow |narrow | 7 B round | absent | 7
5 | varaRud longer | absent |absent | wide |visible | long | absert |gobust | robust | 7 ? round | absent | 7
6 | Aphansp longer | absent | absent | wide |hidden  long | absert |fobust |narrow | 7 7 one poit | absert | 7
7 | Drabae same | absent |absent | wide |hidden |long | absent [narrow narrow | 7 ? 7
8 | MabRud shorter | absent | absent long | absent |robust | robust | 7 B round | absent | 7
9 | Blastr lenger | absent |absent | wide | visible |long | absent |nafrow | narrow ? ? round  absent | 7
10 | CynCave same | absent | absent | wide |hidden short | absent |narrow | narrow | 7 ? round | absent | 7
11 Cynting shorter | absent | absent | wide | visible |shert | absent |narrow narrow | 7 7 round | absent | 7
12 | Gonolran longer | present |present | wide | visible | long | present |robust | robust |developed | reduced one point | absent |large
13 | Gonolio fonger | present |present | wide |visible | long | present |Fobust | robust | reduced |developed one point | zbsent [large
14| GonoMtio longer | absent |present | wide |visible | long | present |fobust| robust | 7 | reduced one point | zbsent [small
15 | GonoRed longer | absent |present | wide |visible | long |present |fobust | robust | 7 | reduced one poit | zbsent [small
16| CosyPla shorter | absent | absent | wide |hidden short | absent |narrow narrow | 7 B round | absent | 7
17 | CynPub same | absent | absent | wide |hidden short | absent |narrow |narrow | 7 B round | absent | 7
18 | Hemifren shorter | absent | absent | wide |hidden |shart | absent |robust |narrow | 7 ? round | absent | 7
13 Aptvit same | absent | absent |narrow |hidden |short | absent |robust |narrow | 7 7 round | absent | 7
20 | Mabind longer | absent | absent |narrow | visible |short | absert |Fobust | robust | 7 7 round | absent | 7
21 | MabMut same | absent | absent short | absent |robust |narrow | 7 B round | absent | 7
22| Canoski lenger | absent |absent |narrow | visible | long | absent |nafrow | narrow ? ? [tWo points | absent | 7
23 | stumski same | absent | absent |narrow |hidden | long | absent |nafrow narrow | 7 ? one point | absert | 7

http://phylodiversity.net /bb09 /images/9/9a/Kristinachar.png
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Taxon | Character

1 [BronCris fonger | absent |present | wide | visible | 1ong | pre sent [Raffowl narrow. absent [small
2 | DraQuin same | absent |present | wide |hidden | long | absent |narrow  narrow small
3| GonoBorn longer | present |present | wide |visible | long | present |robust | robust |develope absent |small
4_| cyncons same | absent |absent | wide |hidden short | absent [nairow | narrow absemt | 7
5 | varaRud longer | absent | absent | wide |visible | long | absert |gobust | robust absent | 7
6_| Aphansp longer | absent | absent | wide |hidden | long | absent |robust |narrow. absent | 7
7 | Drabae same | absent |absent | wide |hidden |long | absent [narrow | narrow 7
8 | MabRud shorter | absent | absent long | absent |robust | robust absent | 2
9 | Blastr longer | absent | absent | wide | visible | long | absert |narow | narrow absent | 7
10| CynCave same | absent | absent | wide | hidden short | absent [nairow  narrow absent | 7
11 Cynting shorter | absent | absent | wide |visible |short| absent |narow | narrow absent | 7
12 | Gonolran longer | present |present | wide | visible | long | present |robust | robust |developed | reduced one point | absent |large
13 | Gonolio fonger | present |present | wide |visible | long | present |Fobust | robust | reduced |developed one point | zbsent [large
14| GonoMtio longer | absent |present | wide |visible | long | present |fobust | robust | 7 | reduced one point | zbsent [small
15 | GonoRed longer | absent |present | wide |visible | long |present |Fobust | robust | 7 | reduced one point | 2bsent [small
16 | CosvPla shorter | bsent wide |hidden short | absent |narrow narrow | 7 B round | absent | 7
17 | CynPub same | absent | absent | wide |hidden short | absent |narrow |narrow | 7 B round | absent | 7
18 | Hemifren shorter | absent | absent | wide |hidden |short| absent |robust |narrow ? round | absent | 7
13 Aptvit same | absent | absent short | absent |robust narrow | 7 7 round | absent | 7
20 | Mabind longer | absent |absent short | absent |robust | robust | 7 B round | absent | 7
21 | MabMult same | absent | absent short | absent |robust |narrow | 7 B round | absent | 7
22| Canoski longer | absent | absent long | absent |nafrow | narrow [tWo points | absent | 7
23 | stumski same | absent | absent long | absent |nafrow|narrow [ 7 ? one point | absert | 7
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